Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.113; data-to-parameter ratio = 17.9.
In the title compound, C 13 H 10 O 3 , two prop-2-ynyloxy groups are attached to the benzaldehyde ring at positions 2 and 6. The crystal packing features C-HÁ Á ÁO interactions.
Related literature
For the biological activity of benzaldehyde derivatives, see: Zhao et al. (2007) . For related literature, see: Delogu et al. (2010) ; Ley & Bertram (2001) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) x þ 1 2 ; Ày þ 1 2 ; z À 1 2 .
Data collection: APEX2 (Bruker, 2008); cell refinement: APEX2; data reduction: SAINT (Bruker, 2008); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). supplementary materials Acta Cryst. (2012) . E68, o2465 [doi:10.1107 The packing of the molecules viewed down a axis is shown in Fig. 2 . The molecules are stabilized by C-H···π and bifurcated C-H···O types of intra and intermolecular interactions, which form a dimer C8 chain running along the a axis (Bernstein et al., 1995) .
Experimental 2,4-dihydroxybenzaldehyde (10 mmol), 3-bromopropyne (20 mmol) and potassium carbonate (15 mmol) were suspended in acetonitrile (40 ml) and refluxed for 30 h in presence of KI (0.1 g) as catalyst. The reaction mixture was filtered while hot to remove insoluble impurities, neutralized with dil.HCl (3 N) and extracted with chloroform and dried with Na 2 SO 4 .
The extracts were concentrated to obtain a brown solid which was then purified by column chromatography over SiO 2 by eluting a mixture of 4% ethyl acetate with n-hexane. Evaporation of the purified extract yielded 2, 4dipropynoxybenzaldehyde in the form of pure white solid. Yield: 85%. Crystals suitable for X-ray analysis were obtained by slow evaporation method.
Refinement
H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (C). The molecular structure of the title compound, showing the atomic numbering and displacement ellipsoids drawn at 30% probability level.
Computing details

Figure 2
The crystal packing of the molecules viewed down a axis. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O2 0.05286 (17) 0.31557 (5) 0.65108 (6) 0.0445 (2) (6) C11 0.0487 (7) 0.0486 (7) 0.0533 (7) 0.0094 (5) 0.0146 (6) −0.0023 (6) C8 0.0520 (7) 0.0425 (6) 0.0437 (6) 0.0085 (5) 0.0147 (5) 0.0105 (5) C13 0.0998 (13) 0.0800 (12) 0.0659 (10) 0.0122 (10) 0.0402 (10) −0.0076 (9)
Geometric parameters (Å, º)
O2-C7 1.3622 (13) C4-C5 1.3922 (16) (2) 
